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Nucleotide variation in rDNA ITS-2 differentiates Psoroptes isolates from 
rabbits and buffalo 

ЛА Xiao-Yong [] YANG Сиапо-Үош [] GU Xiao-Bin'[] LAI Song-Jia? [] 1. College of Veterinary Medicine[] 
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Abstract[] To clarify the taxonomic status of Psoroptes isolates from rabbits and buffalo[] the second internal 






























































transcribed spaced] ITS-2[] of the rRNA gene was investigated for the first time based on specimens of two 
isolates collected from rabbit and buffalo in Sichuan province[] S. W. China[] and compared with the 
homologous genes of other five Psoroptes isolates from other countries deposited in GenBank. The results of 
sequence analysis indicated that the lengths of ITS-2 in rabbit and buffalo isolates were 277 bp and 281 ҺрП 
respectively. There were many transitions[] transversions and deletions in nucleotide sequences. Homology 
analyses indicated that the identity levels of nucleotide of ITS-2 between the buffalo isolate from Sichuan and 
other isolates from abroad ranged from 87.1% to 88.8 %[] while the gene homology of ITS-2 between the rabbit 
isolate from Sichuan and other isolates from abroad ranged from 95.596 to 100.096. Тһе topology of the 
phylogenetic trees based on ITS-2 gene revealed that the position of Psoroptes isolates from rabbits and buffalo 
was relatively fixed whether parsimony distance or likelihood methods were used. The phylogenetic analysis 
showed that the distance between Psoroptes isolates from rabbit and buffalo was relatively far. The results 
combined with reported evidences suggest that Psoroptes isolates from rabbits and buffalo may be two different 
species[] namely the Psoroptes isolate from rabbit should belong to P. equi[] while the Psoroptes isolate from 


buffalo may be another valid species in Psoroptes . 
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Table 1 Ноѕ and geographic origin of Psoroptes 
isolates used in this study 
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accession no. of ITS-2 gene is used as isolate code. The same below. 
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Table 2 The percent identity] above diagonal[] and divergencé] below diagonal[] of 
ITS-2 gene between Psoroptes isolates used in this study 
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Comparison of 175-2 gene sequences of 5 Рѕогоріеѕ isolates 
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Fig. 2 NJ trees of Psoroptes species group based 
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is the percentage bootstrap value of 958 replications. 





on ITS-2 gene using all substitutions 
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